RAW SEQUENCE LISTING 
ERROR REPORT 




The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: 
Source: 

Date Processed by STIC: V- 23 ~Q/ 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 



FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 c-mail help: natin21help@usDto.gov or phone 703-306-4119 (R, Wax) 
PATENTIN 3.0 c-mail help: patin3helD(a),uspto.gov or phone 703-306-4119 (R, Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.0 PROGRAM , ACCESSIBLE THROUGH THE U S PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 



Checker Version 3.0 

The Checker Version 3.0 application is a state-of thc-art Windows based software program 
employing a logical and intuitive user-interface to check whether a sequence listing is in 
compliance with format and content rules Checker Version 3 0 works for sequence listings 
generated for the original version of 37 CFR §§1.821 - 1 825 effective October I, 1990 (old 
rules) and the revised version (new rules) effective July 1, 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST 25 

Checker Version 3 0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTOV 
Use of Checker prior to filing the sequence listing is expected to result in fewer errorcd sequence 
listings, thus saving time and money 



Checker Version 3.0 can be down loaded from the U S PTO website at the following address: 

httpr/Avww.uspto.ROvAveb/offices/pac/checkcr 
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PATENT APPLICATION: US/0 9/8 29 , 6 3 1 



DATE: 04/23/2001 
TIME: 13:40:58 
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APPLICANT: Sibley, David R. 
Monsma, Frederick J. 
Hamblin, Mark 

TITLE OF INVENTION: The ST-B17 Serotonin Receptor 
FILE REFERENCE: NI HO 4 7 . 1CP1C 1 
C--> 14 <140> CURRENT APPLICATION NUMBER: US/09/829,6 31 
C--> 15 <141> CURRENT FILING DATE: 2001-04-10 

PRIOR APPLICATION NUMBER: US 08/428,242 
PRIOR FILING DATE: 1995-09-18 
NUMBER OF SEQ ID NOS : 13 

SOFTWARE: FastSEQ for Windows Version 4.0 
SEQ ID NO: 1 
LENGTH: 3 3 
TYPE: DNA ^ 

ORGANISM :<^primer^) - v 

SEQUENCE: 1 
3 0 gtcgaccctk tksgccmtca kcayrgrtcg eta 

32 <210> SEQ ID NO: 2 \ 

33 <211> LENGTH: 35 1 

34 <212> TYPE: DNA J 

3 5 -213> ORGANISM: (primer \ \ 

3 7 <4 00> SEQUENCE: 2 

38 aagcttatga araagggcag scarcagagg kyrma 

40 <210> SEQ ID NO: 3 

41 <211> LENGTH: 3 3 

4 2 <212> TYPE: DNA 
43 <213> ORGANISM primer; 
45 <400> SEQUENCE: ^ 

4 6 aagcatagca ggaaggcett gaaggecage ctg 

48 <210> SEQ ID NO: 4 

49 <211> LENGTH: 33 

50 <212> TYPE: DNA 

51 <213> ORGANISM: v primer 

53 <400> SEQUENCE: "4 

54 ggcgagaaat acgccctgaa gttctcccgg gac 

56 <210> SEQ ID NO: 5 

57 <211> LENGTH: 30 

58 <212> TYPE: DNA 

5 9 <213> ORGANISM c^primer 

61 <400> SEQUENCE: 5~ 

62 ttgecaatae tactctaagg tgcagcttcc 

64 <210> SEQ ID NO: 6 

65 <211> LENGTH: 30 y/ 

66 <212> TYPE: DNA 

67 <:213> ORGANISMf jorimer ' 

69 <400> SEQUENCE: 6 " 

70 cacacgactt aactccatag agtcgategg 



Does Not Comply 

* a n -cWp^a Need' 
Corrected O^t ^ 



33 
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72 <210 * SEQ ID NO: 7 

7 3 <211.- LENGTH: 1914 

74 -:212-* TYPE: DNA 

75 <213> ORGANISM: Rat 
7 7 --:220 * FEATURE: 

7 8 •■:2 21 * NAME/KEY: CDS 

7 vi --:222> LOCATION: ( 4 3 9 ) . . . ( 174 9 ) 

8 1. <400.- SEQUENCE: 7 

82 ccaaccccca cgcgcgacac gtggtgatct aacgtactca cacgcccacc cttctcgaag 60 

8< agact gcccc ggccggaagg cgggagttcg gctcctgctc ccacatcccc agctgtgccc 120 

8i ctagccagga accccacccc catcttatgg catccccggt ggccctattc catcccaggg 180 

8^ ctct-'atcca gccccaagct aactttcatt gactcgtcac atcagtaccc ctccccaaac 240 

&*• ttcttacccg agtactccag gtggccctgc gtaggaggca cccctacaac tcctcccgat 300 

87 ctcttgaaat cgctgctcga tgacctaaga accccgtttt gccaatacta ctctaaggtg 360 

88 cagcttcctt tctcctcctt tgccttcacc ctgtacctgc agtcaccata tcccgtcttg 420 

89 gtcct.caacc cagtcccc' atg gtt cca gag cca ggc cct gtc aac agt age 471 

90 Met Val Pro Glu Pro Gly Pro Val Asn Ser Ser 

91 1 5 10 

9 3 acc cca gec tgg ggt ccc ggg cca ccg cct get ccg ggg ggc age ggc 519 
94 Thr Pro Ala Trp Gly Pro Gly Pro Pro Pro Ala Pro Gly Gly Ser Gly 

9 5 15 20 2 5 

97 tgg qtg get gee gcg ctg tgc gtg gtc ate gtg ctg aca gca gee gee 567 

98 Trp Val Ala Ala Ala Leu Cys Val Val He Val Leu Thr Ala Ala Ala 
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1 9 h 430 435 

20 1 cattggaggc cacattcccg gagctctcag cccactctcc ctgagactag gaggtggtag 1829 
2oj g tct octgag agtgtgctga attgaggtat ctcagctagc ccatcttctg ctgcagotcc 1889 
20 ttgactgagg ggtagtcaga cacat 1914 
205 ■ :2 10 > SEQ ID NO: 8 

jut • 2 1 H LENGTH: 437 

20 7 <212> TYPE: PRT 

208 • 2l3/> ORGANISM: Rat 

2H -:400> SEQUENCE: 8 
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255 


Val 


Asp 


Leu 


Ser 


Gin 


Arg 


Cys 


Gin 


Thr 


Arg 


Pro 


Gin 


Leu 


Gin 


Gin 


Val 




25h 








355 










360 










365 










257 


Leu 


Ala 


Leu 


Pro 


Leu 


Pro 


Pro 


Asn 


Ser 


Asp 


Ser 


Asp 


Ser 


Ala 


Ser 


Gly 




258 






370 










375 










380 












2 5 0 


Gly 


Thr 


Ser 


Gly 


Leu 


Gin 


Leu 


Thr 


Ala 


Gin 


Leu 


Leu 


Leu 


Pro 


Gly 


Glu 




2 60 


385 










390 










3 95 










400 




261 


Ala 


Thr 


Arg 


Asp 


Pro 


Pro 


Pro 


Pro 


Thr 


Arg 


Ala 


Thr 


Thr 


Val 


Val 


Asn 




2 62 












405 










410 










415 






26 3 


Phe 


Phe 


Val 


Thr 


Asp 


Ser 


Val 


Glu 


Pro 


Glu 


lie 


Arg 


Pro 


His 


Pro 


Leu 




264 










4 20 










425 










430 








2 65 




er 


Ser 


Pro 


Val 


Asn 


























2 66 








435 






























2 6 9 




210> 5 


EQ ID NO 


: 9 


























2 70 




211> LENGTH: 2 


108 


























27 1. 




21 


2^ TYPE: 


DNA 




























2 7j 




213> ORGANISM. 


Rat 


























274 




220> FEATURE: 




























27 5 






1> NAME/KEY. 


CDS 


























276 






2> LOCATION 


( 4 39 ) . . 


(1311) 




















27* 






1> NAME/KEY: 


iritron 
























27 m 






2> LOCATION 


(1312) . 


. ( 1505 ) 




















28 1. 






1> NAME/KEY. 


CDS 


























282 






2> LOCATION 


(1506) . 


. ( 1943 ) 




















284 




400> SEQUENCE: 


9 


























285 




caaccci 


:oa 


cgcgcgacac gtggtgatct 


aaegtactea 


cacgcccacc 


cttctcgaag 


60 


286 


agactge< 


:cc 


ggceggaagg egggagtteg 


gctcctgctc 


ccacatc 


:cc 


agctgtgccc 


120 


287 


ctagccagga 


accccacccc catcttatgg 


catccccggt 


ggccctattc 


catcccaggg 


180 


288 


ctctcatcca 


gceccaagct aactttcatt 


gactcgtcac 


atcagtaccc 


ctccccaaac 


240 


28 9 


ttcttacccg 


agtactccag gtggccctgc 


gtaggaggca 


cccctacaac 


tcctcccgat 


300 


2 90 


ctcttgaaat 


cgetgetega tgacctaaga 


accccgtttt 


gecaatacta 


ctctaaggtg 


360 


291 


cagcttcctt 


tctcctcctt tgccttcacc 


ctgtacctgc 


agtcaccata 


tcccgtcttg 


420 


292 


gtcctcaacc 


cagtcccc 


atg 


gtt 


cca 


gag 


cca 


ggc 


cct 


gtc 


aac 


agt 


age 


471 


293 














Met 


Val 


Pro 


Glu 


Pro 


Gly 


Pro 


Val 


Asn 


Ser 


Ser 




294 














1 








5 










10 






2 9 6 


acc 


cca 


gec 


tgg 


ggt 


ccc 


ggg 


cca 


ccg 


cct 


get 


ccg 


ggg 


ggc 


age 


ggc 


519 


297 


Thr 


Pro 


Ala 


Trp 


Gly 


Pro 


Gly 


Pro 


Pro 


Pro 


Ala 


Pro 


Gly 


Gly 


Ser 


Gly 




298 










15 










20 










25 








3 00 


tgg 


gtg 


get 


gec 


gcg 


ctg 


tgc 


gtg 


gtc 


ate 


gtg 


ctg 


aca 


gca 


gec 


gec 


56 7 


301 


Trp 


Val 


Ala 


Ala 


Ala 


Leu 


Cys 


Val 


Val 


He 


Val 


Leu 


Thr 


Ala 


Ala 


Ala 




302 








30 










35 










4 0 










304 


aat 


teg 


otg 


ctg 


ate 


gtg 


etc 


att 


tgc 


acg 


cag 


ccc 


gec 


gtg 


cgc 


aac 


615 


305 


Asn 


Ser 


Leu 


Leu 


He 


Val 


Leu 


He 


Cys 


Thr 


Gin 


Pro 


Ala 


Val 


Arg 


Asn 




306 






45 










50 










55 












308 


acg 


tct 


aac 


ttc 


ttt 


ctg 


gtg 


teg 


etc 


ttc 


acg 


teg 


gac 


ttg 


atg 


gtg 


663 


309 


Thr 


Ser 


Asn 


Phe 


Phe 


Leu 


Val 


Ser 


Leu 


Phe 


Thr 


Ser 


Asp 


Leu 


Met 


Val 





i I , Please Note: 

7 Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 

^ v Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 

, - <223> fields of each sequence which presents at least one n or Xaa. 



file://C:\CRF3\Outhold\VsrI82963 1 .htm 



4/23/01 




Page 6 of 7 



VERIFICATION SUMMARY DATE: 04/23/2001 

PATENT APPLICATION: US/09/82 9,6 31 TIME: 13:40:59 

Input Set : A:\NIH047.1CPlCl.txt 

Output Set: N:\CRF3\04232001\I829631.raw 

L 14 M:270 C: Current Application Number differs, Replaced Current Application Number 
L 15 M:271 C: Current Filing Date differs, Replaced Current Filing Date 



L 


508 


M 


341 


W 


(46) 


" n " 


or 


"Xaa" 


used , 


for 


SEQ 


ID# 


12 


L 


509 


M 


341 


w 


(46) 


M n 11 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


12 


L 


609 


M 


341 


w 


(46) 


" n " 


or 


"Xaa" 


used , 


for 


SEQ 


ID# 


12 


L 


634 


M 


341 


w 


(46) 


" n " 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


13 


L 


684 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used. 


for 


SEQ 


ID# 


13 
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